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Diversity of endosymbionts in Bemisia tabaci] Gennadius[ | complex and their 
biological implications 

CHU Роп 2 LIU Guo-Xia'[] ТАО Yun-Li'[] ZHANG You-Jun' 0 1. High-Tech Research Centei[] Shandong 
Academy of Agricultural Sciences[] Jinan 2501000 China[] 2. Institute of Vegetables and Flowers] Chinese 
Academy of Agricultural Sciences[] Beijing 100081[] China[] 

Abstract[] There are about 5 kinds of endosymbionts in Bemisia tabaci] Gennadius[] complex including primary 
endosymbiontsq] secondary endosymbionts[] Wolbachia[] Candidatus Fritschea bemisiae and Cytophaga-like- 
organism. Phylogenetic analysis showed that primary endosymbionts in B. tabaci complex could be divided 
into two clades based on the 16S rDNA sequences. The phylogeny of primary endosymbionts in B. tabaci was 
not strictly congruent with that of their host В. tabaci. Secondary endosymbionts in В. tabaci complex could 
be divided into three clades based on the 16S rDNA sequences[] and horizontal transmission and/or multiple 
infections might have occurred in these secondary endosymbionts. The distribution of the endosymbionts in В. 
tabaci biotypes was different[] and some peculiar primary and secondary endosymbionts were found in B. 
tabaci Biotype В. Wolbachial] Candidatus Fritschea bemisiae and Cytophaga-like-organism were not found or 
scarcely found in B. tabaci Biotype B. Finally the biological implications of different endosymbionts for B. 
tabaci and future research directions are discussed. 
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Table 1 Data related to the primary endosymbionts of Bemisia tabaci and their hosts 
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Fig. 1 


Molecular phylogenetic tree of the primary endosymbionts in Bemisia tabaci constructed 


by ME method based on 16S rDNA sequence with 1 000 Bootstrap replications 
ШППППППП Ш + ПОООООООООООООООО ОП Trialeurodes vaporariorum 
000000 AF400483 0 ПШ O O D. PrimAF400483TVUTI 
Codes of symbionts are as shown in Table 10. * indicates it is not congruent with the phylogeographical B. tabaci . 
Outgroup[] primary endosymbionts in T. vaporariorum AF400481] Code[] PrimAF400483TV[]. 
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Table 2 Data relating to second endosymbionts of Bemisia tabaci and the hosts 
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Fig. 2 Molecular phylogenetic trees of secondary endosymbionts in Bemisia tabaci constructed by ME method based 


on 16S rDNA sequence with 1 000 Bootstrap replications 
0000 20 + О0000000000000000 000 AF400484] П O [] EnteymbiontAFA00484Jatroph( T] 
AY140910 [] О O ChlamydiaAY140910 СААП O О 0 Codes of symbionts are as shown in Table 20 * indicates it is not 
congruent with the phylogeographical B. tabaci. Outgroup[] AF400484] codel] EntosymbiontAF400484Jatroph[ [] 
АҮ140910] code[] ChlamydiaAY140910CALA[]. 
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